3 species

( short-reads )

ENONCODE

===1SOdb

12 datasets

N—

identification

A

(short + long-reads )

GENCODE
NONUNLNING

14 tools for IncRNA

N—

1

1

|
v

5 datasets

Running plant

CPC2
CREMA
LncMachine
PLncPRO
RNAplonc

o

Running human
tools

Parse and
standardize results

Evaluate tools

Misclassification
data analysis

Github data
available

CNCI
COME
CPAT
CPC2
LncADeep
IncRNAnet
IncScore
PLEK
RNAmMining
RNAsamba




	Page 1

